Development of a single-test molecular classifier for endometrial carcinoma using
ImagiaCanexia an amplicon-based gene panel and next generation sequencing technology
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* Two cases initially did not pass coverage QC, but passed upon repeat testing
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The ProMisk NGS molecular classifier is feasible and shows similar results to the
original endometrial molecular classifier. Reliable molecular results can be obtained
at diagnosis from a single test to provide important prognostic information to
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